The reaction of aqueous solutions of aminoguanidine hydrogennitrate and acetylacetone produces the title pyrazole salt, C 7 H 18 N 8 2+ Á2NO 3 À . The crystal structure is stabilized by a complex N-HÁ Á ÁO hydrogen-bonding network. The difference in the engagement of the two nitrate anions in hydrogen bonding is reflected in the variation of the corresponding N-O bond lengths.
Related literature
For the biological activity of pyrazole derivatives, see : Farag et al. (2008) ; Stauffer et al. (2000) . For the coordination chemistry of pyrazole derivatives, see: Mukherjee (2000) ; Mani (1992) . For related structures, see: Cousson et al. (1991a,b) ; Kettmann & Svě tlík (2002) ; Khudoyarov et al. (1995) . For hydrogen-bonding motifs, see: Bernstein et al. (1995) ; Etter et al. (1990) . Thiele & Dralle (1898) reported that the reaction of aqueous aminoguanidine hydrogennitrate and acetylacetone solutions led to the formation of acetylacetonebis(aminoguanidine) dihydrogendinitrate (C 7 H 16 N 8 Á2HNO 3 ). However, our investigations of the crystal and molecular structure of the obtained product have shown that this reaction did not form the cited Schiff base but a cyclic product of the same chemical composition.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrysAlis PRO (Oxford Diffraction, 2008); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) , PLATON (Spek, 2009) and PARST (Nardelli, 1983 (Nardelli, , 1995 
Comment
In the paper (Thiele & Dralle, 1898 ) the reaction of aqueous aminoguanidine hydrogennitrate and acetylacetone solutions was described which, according to the authors, led to the formation of acetylacetonebis(aminoguanidine) dihydrogendinitrate (C 7 H 16 N 8 .2HNO 3 ). However, our investigations of the crystal and molecular structure of the obtained product have shown that this reaction did not form the cited Schiff base but a cyclic product of the same chemical composition, i.e.
Due to the presence of the nitrate anions next to the cation rich in N-H donor sites, the crystal structure of (I) (Figure 1 ) is stabilized by a very extensive hydrogen bonding network. The pair of the strongest hydrogen bonds (Table 1) , N7-H7a···O1 and N8-H8a···O2, connects the protonated -C(NH 2 ) 2 substituent of the pyrazole ring to the single N9/O1/ O2/O3 group generating an R 2 2 (8) motif (Etter et al., 1990; Bernstein et al., 1995) . The same nitrate group forms two additional hydrogen bonds (N5-H5b···O3 and N8-H8b···O2) that interlink the two -C(NH 2 ) 2 fragments of the pyrazolyl and hydrazinyl parts of the single molecule, producing the larger R 2 2 (13) motif. These interactions, which are all shorter than 2.23 Å, generate a zigzag chain parallel to [100] . The hydrazinyl moiety of the cation also forms R 2 2 (8) hydrogen bonding motif by engaging N4-H4 and N6--H6b as donors to O6 and O4, respectively. In addition, the same nitrate anion (N10/O4/O5/O6) is involved in the bifurcated N5-H5a···O4 and N5-H5a···O5 hydrogen bond. The combination of these interactions extends the hydrogen bonding network toward [001] direction resulting in two-dimensional molecular arrays (Figure 2 ). This arrangement is also supported by two the strongest C-H···O interactions, while remaining N--H6a···O1 and the weaker N-H···O and C-H···O interactions complete the three-dimensional structure. It is noteworthy that the nitrate group N9/O1/O2/O3 has the higher engagement in the strong hydrogen bonds (five hydrogen bonds < 2.23 Å) than N10/O4/O5/O6 (two hydrogen bonds < 2.23 Å). This is reflected in the corresponding N-O distances which in the first anion range from 1.212 (3)-1.269 (3) while in the second from 1.195 (4)-1.248 (3) Å. The oxygen atom of the shortest N-O6 bond engages only in weak N-H···O and C-H···O interactions.
Experimental
To a solution of aminoguanidine hydrogennitrate (1.4 g, 10 mmol) in H 2 O (20 ml) acetylacetone (0.5 ml, 5 mmol) was added. The reaction mixture was homogenized by stirring on magnetic stirrer (20 min) at room temperature. After three days the resulting white crystals have been filtered and washed with water (35% yield).
Refinement
The H atoms bonded to C and N atoms were placed at geometrically calculated positions and refined using a riding model. In the absence of significant anomalous scattering, the absolute configuration could not be reliably determined and then the Friedel pairs were merged and any references to the Flack parameter were removed. Figures   Fig. 1 . The molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. H atoms are represented as small spheres of arbitrary radii. Hydrogen bonds are shown as dashed lines. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Symmetry codes: (i) x+1, y, z; (ii) −x+1/2, −y+1, z−1/2; (iii) x+1/2, −y+1/2, −z+2; (iv) −x, y+1/2, −z+3/2.
Refinement. Refinement of F
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